Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.042; wR factor = 0.101; data-to-parameter ratio = 8.8. The title indan-1-one derivative, C 18 H 14 O, is planar with an r.m.s. deviation for all 19 non-H atoms of 0.098 Å . The conformation about each of the C C bonds [1.343 (3) and 1.349 (3) Å ] is E. Supramolecular layers in the bc plane, mediated by C-HÁ Á ÁO and -[ring centroid-centroid distance = 3.5282 (15) Å ] interactions, feature in the crystal packing. organic compounds o814 Asiri et al.
Related literature
For the activity of related species developed for the treatment of Chagas disease, see: Vera-DiVaio et al. (2009) . For the crystal structure of a closely related compound, see: Magomedova et al. (1980) . Refinement R[F 2 > 2(F 2 )] = 0.042 wR(F 2 ) = 0.101 S = 1.05 1521 reflections 172 parameters 1 restraint H-atom parameters constrained Á max = 0.19 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 1; Ày þ 1; z þ 1 2 .
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . In the crystal packing, C-H···O (Table 1) , and π-π [ring centroid(C1,C2,C7-C9)···centroid(C2-C7) i distance = 3.5282 (15) Å, angle between planes = 1.49 (13)°, for symmetry operation i: x, 1 + y, z] interactions link molecules into layers in the bc plane (Fig. 2) . The layers stack along the a axis with no specific interactions between them (Fig. 2) .
Experimental
A solution of cinnamaldehyde (1.3 g, 0.01 mol) in ethanol (20 ml) was added to a stirred solution of 1-indanone (1.3 g, 0.01 mol) in ethanolic KOH (20%, 20 ml), and stirring was maintained at room temperature for 6 h. The reaction mixture was then poured onto water (200 ml) and set aside overnight. The precipitated product was collected by filtration, washed with water, dried and recrystallized from its ethanol solution as prisms, m.p.: 390-391 K.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 to 0.99 Å, U iso (H) = 1.2U eq (C)] and were included in the refinement in the riding model approximation. In the absence of significant anomalous scattering effects, 521 Friedel pairs were averaged in the final refinement.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011) ; cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level.
Figure 2
A view of the supramolecular layer in the bc plane in (I). The C-H···O and π-π interactions are shown as orange and purple dashed lines, respectively.
Figure 3
A view in projection down the c axis of the unit-cell contents of (I). The C-H···O and π-π interactions are shown as orange and purple dashed lines, respectively. 
